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AVITI24™ |ntegrated

Single Cell Multiomic and
Sequencing Platform

A more complete view of biclogy for tomormow's
breakthrough discoveries—today

A single integrated platform, AVITI24 delivers both
spatial, single cell multiomics and high-quality,
affordable sequencing.

Unravel the complexities of cellular function with
precise single cell detection of RNA, proteins, and
cell morphology, and their spatial and dynamic
relationships—all co-detected in a single sample,
in a single run, and with no library prep.

Why choose AVITI2Z4?

Q50 2M cells
U ptiredodih
3B Reads* 20em?
P cutpi lor 24050 limigireg @red pr nam
<$1 24 Hr
Flexible Multiomic
Fur 2 Indepnndant Bow calia with 2 Rk, prosein, & mompholagy
Indlvidualy addressablo anes profled aimukaresoushy

elementbiosciences.com Research use only




Distributed by

r Element
- . . I~
=) Biosciences 3 liondx

Direct In Sample Sequencing (DISS) on AVITI24

A new ora of in situ sequencing for drug discovery

Expariancs the power of direct, In snmple secquencing on AVITI24—the iret pletform o ensble direct sequencing (up to
100 bp] within the bological comext of your sample with o Bbrary prep required,

This breskthrough chnology marks & fundemental shift in multiomic drug divcovery, umocking new pobential In high-

impact applications ke aptical pocled screening and functional genomic scresnr—acceemating your path to actionable

Inigitie.

Why DIS3 on AVITIZA?

+ 3" whols fronacriptoms and tarpeted RHA sequencing {e.4. CRISPR quide detecion) poired with co-deiscted
morphologlcal, protecmic, ond tranecriptomic date

+ Fully suiometed onboord detection chemistries with minimal sample prep

+ Compotible with sny speciay snd any somp ks
+ Ropid customizetion with custom workfiow design tools and & moduber cartridpe sywism

Call paint Guide RNA sequencing RMA & protein

DI5E drives high-impact scresning spplications Rke CRISPR screening, lneape trecing, and TOR sequencing, and
unbisssd coll typing. CHES on the AVTTEZ4 powers Comphe: multiomic date collection—at scebe, with spesd, and without
axpardmental complesky.

+ Univeraal 3 whale tranacriptome + 2000+ guide RHAs ssquanced + 150 bp targeted RNA
in sty gequencing
+ Desp phenotyping + Assembly of CDR3 region
+ Lompatible with various screen
designy
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